INTERPRETATION TABLE

HLA-A*33 SSP subtyping

Amplification patterns of the A*33:01 to A*33:54 alleles

well®
1 2 3 4 5 6 7 8 9 10 | 11 | 12
Length of spec. 205|205| 155|210 90 | 105|105|125(150|140| 165| 95
PCR product(s) 1751 230| 235|185 | 215 235
285
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Well No. 1 2 3 4 5 6 7 8 9 10 | 11 | 12
HLA-A allele™®
*33:01:01-33:01:06,
33:49-33:50 1 2 £
*33:03:01-33:03:09,
33:35, 33:37, 33:41-33:43, 33:45- 1 4
33:48, 33:52
*33:04 1 2 5
*33:05 1 2 3 6
*33:06 1 4 7
*33:07 1 2 3 8
*33:08, 02:309, 26:22, 66:09° 4 9 10
*33:09 4 9
Well No. 1 2 3 4 5 6 7 8 9 10 | 11 | 12
Length of spec. 205|205 |155|210( 90 |105|105|125(150| 140|165 95
PCR product(s) 175|230| 235|185 | 215 235
285
Well No. 1 2 3 4 5 6 7 8 9 10 | 11 | 12
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INTERPRETATION TABLE

HLA-A*33 SSP subtyping

Amplification patterns of the A*33:01 to A*33:54 alleles

well®
13 |14 | 15| 16| 17 | 18 | 19 | 20| 21 | 22 | 23 | 24
95 |115|140| 95 | 75 | 100|120| 90 |115|115|170| 95 Length of spec.
165/ 335 210|140 225 255 205 PCR product(s)
245
1070|/1070|1070/1070(1070/1070{1070/1070{1070|1070|1070|1070 Length of int.
pos. control*
395|317 |158| 97 (161|390 | 448 | 397|463 | 652 | 453 | 448 5‘-primer2
652 | 652 | 482 | 355|413 649
S-S 2
448 | 368 | 259 | 265 | 259 | 448 | 527 | 448 | 538 | 728 | 583 | 502 3‘-primer(s)3
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HLA-A allele*®
*33:01:01-33:01:06,
33:49-33:50
*33:03:01-33:03:09,
33:35, 33:37, 33:41-33:43, 33:45-
33:48, 33:52
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*33:08, 02:309, 26:22, 66:09°
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95 |115|140| 95 | 75 | 100|120| 90 |115|115|170| 95 Length of spec.
165 | 335 210|140 225 255 205 PCR product(s)
245
13 |14 | 15| 16| 17 | 18 | 19 | 20| 21 | 22 | 23 | 24 Well No.
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